and 'off ', respectively; r 01 , r 10 = rates of potential N-linked glycosylation site (PNGS) gain and loss, respectively; σ = shape parameter for gamma-distributed rate variation in s on and s of f across sites; α = shape parameter for gamma-distributed rate variation in r 01 and r 10 across sites. P -values were estimated by a likelihood ratio test between the nested models indicated by numbering within parentheses. Minimized AIC, AIC c , and BIC values are shown in boldface to indicate that the corresponding model is favored by the criterion. Table S1 . Goodness-of-fit and parameter estimates for covarion and nested models.
